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Supplementary document S1. GenBank accession numbers for gene sequences and respective samples employed in our study. Cells in bold correspond to new sequences produced for our
study. ND1 = 16S - tRNAY - NADH dehydrogenase subunit 1 - tRNA™E,

. Seven in
Observa- 125 - Cyto- Rhodopsin Recombina- absentia
Species Voucher ) tRNAYAL — ND1 chrome tion activat- Tyrosinase Tensine 3 Country: State, Municipality, Locality
tions . exonl . homologue
168 oxidase c I ing gene 1 1

Aplastodiscus albofrenatus CFBHt 5051 KU184021 KU184058 KU184111 KU184083 KU184246 KU184149 Brazil: Rio de Janeiro, Rio de Janeiro, Tijuca
Aplastodiscus albosignatus Mzgjffiﬁeld KU184037 KU184064 KU184117 KU184086 KU184252 KU184155 KU184198 Brazil: Sio Paulo, Santo André, Paranapiacaba
Aplastodiscus arildae USNM 303022 AY843604 KU184042 AY844578 AY844392 AY844049 AY844803 KU184173 f:iizél}siar‘;;?:lo’ Near Salesopolis, Estaao Biologi-
Aplastodiscus cavicola FSFL 848 KU184023 KU184044 KU184095 KU184232 KU184134 KU184179 Brazil: Minas Gerais, Congonhas
Aplastodiscus cavicola MNR] 63689 KU184029 KU184121 KU184089 KU184255 KU184159 KU184201 gﬁiz‘l: Rio de Janeiro, Duas Barras, Nascente de
Aplastodiscus cavicola UFMG 13126 topotype MT683338 MT683351 MT671499 MT683358 MT683355 MT683369 MT683362 MT683365 Brazil: Espirito Santo, Santa Teresa
Aplastodiscus cavicola UFMG 13127 topotype MT683339 MT683352 MT671500 MT683359 MT683356 MT683363 MT683366 Brazil: Espirito Santo, Santa Teresa
Aplastodiscus cavicola UFMG 13128 topotype MT683340 MT671501 Brazil: Espirito Santo, Santa Teresa
Aplastodiscus cochranae CFBH 3001 AY843568 KU184220 KU184043 AY844542 AY844365 AY844024 AY844770 KU184174 Brazil: Santa Catarina, Rancho Queimado
Aplastodiscus ehrhardti CFBHt 11191 KU184017 KU184225 KU184050 KU184103 KU184239 KU184141 KU184186 Brazil: Parana, Sao José dos Pinhais
Aplastodiscus eugenioi MNR] 63936 KU184030 KU184066 KU184119 KU184088 KU184254 KU184157 KU184200 Brazil: Rio de Janeiro, Angra dos Reis, Ilha Grande
Aplastodiscus flumineus CFBH 30832 KU184013 KU184072 KU184127 KU184092 KU184260 KU184164 KU184207 Brazil: Rio de Janeiro, Teresopolis
Aplastodiscus heterophonicus PCAG n/a KU184038 KU184073 KU184128 KU184165 KU184208 gﬁ;@‘lz Minas Gerais, Santana do Riacho, Serra do
Aplastodiscus heterophonicus  UFMGt 1901 KU184039 KU184074 KU184131 KU184093 KU184262 KU184168 KU184211 g;aé‘}l;iflfl‘irt‘gs Gerais, Santana do Riacho, Fazenda

. . UFMG-G  paratype Brazil: Minas Gerais, Santana do Riacho, Serra
Aplastodiscus heterophonicus 2455a 1 (tadpole) MT683341 MT671502 do Intendente

. . UFMG-G paratype Brazil: Minas Gerais, Santana do Riacho, Serra
Aplastodiscus heterophonicus 2455a 11 (tadpole) MT683345 MT671503 do Intendente

. . UFMG-G paratype Brazil: Minas Gerais, Santana do Riacho, Serra
Aplastodiscus heterophonicus 2455 11 (tadpole) MT683342 MT671504 do Intendente
Aplastodiscus heterophonicus MZUSP 159199 paratype MT683343 MT671505 Brazil: Minas Gerais, Santana do Riacho, Serra

do Intendente
Aplastodiscus heterophonicus MZUSP 159200 paratype MT683346 MT671507 Brazil: Minas Gerais, Santana do Riacho, Serra
do Intendente

Aplastodiscus heterophonicus MZUSP 159201 paratype MT683344 Brazil: Minas Gerais, Morro do Pilar
Aplastodiscus heterophonicus MZUSP 159202 paratype MT683348 MT671508 Brazil: Minas Gerais, Conceigdo do Mato Dentro
Aplastodiscus heterophonicus MZUSP 159203 paratype MT683349 MT671510 ggﬁ: Minas Gerais, Dom Joaquim, Fazenda
Aplastodiscus heterophonicus MZUSP 159204 paratype MT683347 MT683353 MT671506 MT683360 MT683357 MT683370 MTé683367 Drazil: Minas Gerais, Dom Joaquim, Fazenda

Estiva
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. Seven in
128 - CYto-  phodopsin Recombina- absentia
Species Voucher tRNAAL - ND1 chrome PSI tion activat- Tyrosinase Tensine 3 Country: State, Municipality, Locality
. exon1 . homologue
16S oxidase c I ing gene 1 1

Aplastodiscus heterophonicus 'UEMG 21556 holotype MT683350 MT683354 MT671509 MT683361 MT683371 MT683364 MT683368 g:flf: Minas Gerais, Dom Joaquim, Fazenda
Aplastodiscus ibirapitanga MNR] 51863 KU184025 KU184228 KU184046 KU184099 KU184236 KU184138 KU184183 Brazil: Bahia, Amargosa, Serra do Timbo
Aplastodiscus leucopygius MTR-StoAn 53 KU184033 KU184055 KU184108 KU184080 KU184243 KU184146 KU184190 Brazil: Sdo Paulo, Santo André
Aplastodiscus lutzorum BB49 KU184003 KU184217 KU184054 KU184107 KU184242 KU184145 E;";Z;L Distrito Federal, Brasilia, Fazenda Agua

. . MH?754953/ Brazil: Rio de Janeiro, Teresopolis, Parque Nacional
Aplastodiscus musicus ZUFR]J 15549 MH754954 MH?754954 da Serra dos Orgios
Aplastodiscus perviridis CFBHE 270 KU184020 KU184057 KU184110 KU184082 KU184245 KU184148 KU184192 l\glzzzrlllélizma Catarina, Sdo Bento do Sul, Rio
Aplastodiscus sibilatus CFBH32528 KU184014 KU184133 KU184094 KU184264 KU184170 KU184213 Brazil: Bahia, Ibirapitanga, Fazenda Pedra Formosa
Aplastodiscus weygoldti MNR] 51867 KU184026 KU184069 KU184124 KU184090 KU184257 KU184161 KU184204 Brazil: Espirito Santo, Santa Teresa, Santa Lucia
Aplastodiscus sp. 1 MNRJ50124 KU184024 KU184227 KU184047 KU184100 KU184079 KU184139 KU184184 Brazil: Alagoas, Murici, Fazenda Bananeira
Aplastodiscus sp. 2 MNR] 73089 KU184032 KU184068 KU184123 KU184160 KU184203 Brazil: Rio de Janeiro, Marica, Espraiado
Aplastodiscus sp. 5 CFBH 11183 KU184004 KU184060 KU184113 KU184248 KU184151 KU184194 Drazil: Sdo Paulo, Sao Paulo, Parque Estadual da

Serra do Mar-Curucutu
Aplastodiscus sp. 6 CFBH 27269 KU184011 KU184065 KU184118 KU184087 KU184253 KU184156 KU184199 Brazil: Minas Gerais, Carangola
Boana albopunctata ZUEC12053 AY549317 AY844569 AY844041 AY844795 Brazil: Sdo Paulo, Campinas
MACN 37000/ Argentina: Misiones, Guarani, San Vicente/Brazil:
Boana faber CFBH 27825 AY549334 KF794124 KU184075 AY844607 AY 844825 Bahia, Camamu
Boana pellucens KU 202734 AY326058 Ecuador: Pichincha, 1.8kmSSE, San Juan
Boana prasina CFBH 3388 AY549347 KU184076 AY844642 AY844100 AY844860 E,ijr‘llélizma Catarina, S30 Bento do Sul, Rio
Boana punctata MACN 37792 AY549353 KF794139 KU184077 AY844645 ég;‘;‘naz Chaco: Resistencia: Camino a Isla del
. AY843778/ I . .
Boana semilineata CFBH 5424 AY843779 AY844656 AY844453 AY844108 AY844871 Brazil: Rio de Janeiro: Duque de Caxias
Boana tepuiana USNM 302435 AY843606 KF794117 AY844583 AY844396 Brazil: Roraima, Villa Pacaraima
Bokermannohyla hylax USNM 303036 AY549338 AY844614 AY844419 AY844077 AY844832 Brazil: Sao Paulo: Near Salespolis, Estacao Bi-
olégica de Boracéia
Bokermannohyla martinsi AF 414 AY843641 AY844626 AY844086 AY844844 Brazil: Minas Gerais, Santa Barbara
Bokermannohyla oxente CFBH 5642 AY843676 KU184222 AY844667 AY844460 AY844118 AY844879 Brazil: Bahia, Lengois, Rio Grisante
Hyloscirtus armatus AMNH-A AY549321 KF794111 AY844579 AY844393 AY844050 AY844804 Bolivia: Santa Cruz, Caballero, Canton San Juan,
165163 Amboro National Park

Hyloscirtus palmeri SIUC-H 6924 AY843650 AY844636 AY844439 AY844095 AY844854 Panama: El Copé Parque Nacional “Omar Torrijos”
Hyloscirtus tapichalaca QCAZ 16704 AY563625 KF794114 AY 844672 AY844121 Ecuador: Zamora-Chinchipe, Reserva Tapichalaca
Nesorohyla kanaima ROM 39582 AY843634 GQ366307 AY844617 AY844422 AY844079 AY844835 Guyana: Mount Ayanganna

II
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Supplementary document S2. Primers used to amplify the mitochondrial and nuclear gene fragments.

Gene region E;lmmeer Direction Primer sequence (5" to 3’) Reference
MVZ59 Forward ATAGCACGTAAAAYGCTDAGATG GRAYBEAL (1997)
tRNA-VAl  Reverse GGTGTAAGCGARAGGCTTTKGTTAAG GOEBEL et al. (1999)
125 — tRNAYA 16S128-L13 Forward TTAGAAGAGGCAAGTCGTAACATGGTA FELLER & HEDGES (1998)
16S-HI0  Reverse TGCTTACGCTACCTTTGCACGGT HeDGES (1994)
16Sa-L Forward CGCCTGTTTATCAAAAACAT PaLumsI et al. (1991)
16Sb-H Reverse CCCGTCTGAACTCAGATCACGT PALUMBI et al. (1991)
165 - tRNA'™Y - 16S-frog ~ Forward TTACCCTRGGGATAACAGCGCAA WIENS et al. (2005)
NADH dehydro-
getnRaIiIeA slilEbunit 1 tMET-Frog Reverse TTGGGGTATGGGCCCAAAAGCT WIENS et al. (2005)
Cytochrome AnF1 Forward ACHAAYCAYAAAGAYATYGG Lyra et al. (2017)
?élg?)s e csubunitl \ py Reverse CCRAARAATCARAADARRTGTTG Lyra et al. (2017)
Rhodopsin exon 1 RhodlA Forward ACCATGAACGGAACAGAAGGYCC BossuyT & MILINKOVITCH (2000)
Rhod1D Reverse  GTAGCGGAAGAARCCTTCAAMGTA BossuyT & MILINKOVITCH (2000)
Tyrosinase Tyr1C Forward GGCAGAGGAWCRTGCCAAGATGT BossuyT & MILINKOVITCH (2000)
Tyr1G Reverse TGCTGGCRTCTCTCCARTCCCA BossuyT & MILINKOVITCH (2000)
Recombination R1-GFF Forward GAGAAGTCTACAAAAAVGGCAAAG FarvovicH et al. (2005)
activating gene 1 ~ R1-GFR Reverse GAAGCGCCTGAACAGTTTATTAC FarvovicH et al. (2005)
Seven in absentia SIA1 Forward TCGAGTGCCCCGTGTGYTTYGAYTA BonacuM et al. (2001)
homologue 1 SIA2 Reverse GAAGTGGAAGCCGAAGCAGSWYTGCATCAT BonAcuM et al. (2001)
Tensine 3 WL421 Reverse CAGTGTTGGAGAAGATGGTATGTC SMITH et al. (2007)
WL423 Forward CAGCATAGGTACTTTATCATCATCAG SMITH et al. (2007)
References GOEBEL, A. M., ]. M. DONNELLY & M. E. ATz (1999): PCR primers

BoNaAcuM, J., R. DESALLE, P. O'GRrADY, D. OLIVERA, J. WINTER-
MUTE & M. ZILVERSMITH (2001): New nuclear and mitochon-
drial primers for systematics and comparative genomics in
Drosophilidae. - Drosophila Information Service, 84: 201-
204.

BossuyT, E & M. C. MILINKOVITCH (2000): Convergent adap-
tive radiations in Madagascan and Asian ranid frogs reveal
covariation between larval and adult traits. — Proceedings of
the National Academy of Sciences, USA, 97: 6585-6590. doi.
0rg/10.1073/pnas.97.12.658s.

Farvovics, E, C. E B. Happap, P. C. A. Garcia, D. R. FrosT,
J. A. CaMPBELL & W. C. WHEELER (2005): Systematic review
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phylogenetic analysis and taxonomic revision. — Bulletin of
the American Museum of Natural History, 294: 1-240.

FELLER, A. E. & S. B. HEDGES (1998): Molecular evidence for the
early history of living amphibians. — Molecular Phylogenetics
and Evolution, 9: 509-516. doi.org/10.1006/mpev.1998.0500.

GRAYBEAL, A. (1997): Phylogenetic relationships of bufonid frogs
and tests of alternate macroevolutionary hypothesis character-
izing their radiation. - Zoological Journal of the Linnean So-
ciety, 119: 297-338. d0i.0rg/10.1111/].1096-3642.1997.tb00139.X.

and amplification methods for 128 ribosomal DNA, the control
region, cytochrome oxidase I, and cytochrome b in bufonids
and other frogs, and an overview of PCR primers which have
amplified DNA in amphibians successfully. - Molecular Phy-
logenetics and Evolution, 11: 163-199. 10.1006/mpev.1998.0538.

HEDGES, S. B. (1994): Molecular evidence for the origin of birds.
— Proceedings of the Natural Academy of Science, 91: 2621-
2624. doi.org/10.1073/pnas.91.7.2621.

Lyra, M. L, C. E B. HADDAD & A. M. L. AZEREDO-ESPIN (2017):
Meeting the challenge of DNA barcoding Neotropical am-
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COI primers. — Molecular Ecology Resources, 17: 699-980.
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PCR, version 2.0. — S. Palumbi (ed.) — University of Hawaii,
Honolulu, privately published.

SMiITH, S. A., S. Arir, A. N. MoNTES DE OcA & J. J. WIENS
(2007): A phylogenetic hot spot for evolutionary novelty in
Middle American treefrogs. — Evolution, 61: 2075-2085. doi.
0rg/10.1111/j.1558-5646.2007.00173.X.
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Supplementary document S3. Table showing uncorrected p-distances among Aplastodiscus samples employed on our study. Lower diagonal corresponds to percentual differences between
sequence fragments of the final ~590 bp of the mitochondrial ribosomal gene 16S. Upper diagonal corresponds to percentual differences between sequence fragments of ~650 bp of the
mitochondrial gene cytochrome oxidase ¢ subunit I (COI). An asterisk indicates the holotype of A. heterophonicus sp. n. Cells highlighted in light grey point distances between sequences of
A. heterophonicus sp. nv. (upper, left) and A. cavicola (center of the table). The 16S fragment of A. sibilatus CFBH 32528 contains only 97 bp, though values for this species must be looked
cautiously. We were not able to acquire COI sequences for A. heterophonicus MZUSP 159201, A. cavicola MNR] 63689, A. musicus ZUFR] 15549, and A. sibilatus CFBH 32528.

Cor
A. albosignatus group A.p;:;/lzlr;dzs A. albofrenatus group A gsiillllzms
1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 (24 25 26|27 28 29 30 31 32 33|34 35
1 A. heterophonicus UFMG 21556* - 00 00 38 12 12 12 12 12 12 n/a 12 89 121 13.0 13.7 12.1 127 n/a 129 13.1 129 12.9(14.3 14.6 149|n/a 189 17.9 17.8 19.0 20.3 19.8|20.3 n/a
2 A. heterophonicus MZUSP 159202 00 - 00 38 12 12 12 12 12 12 n/a 12 89 121 13.0 13.7 12.1 12.7 n/a 129 13.1 12.9 12.9|14.3 14.6 149|n/a 18.9 17.9 17.8 19.0 20.3 19.8|20.3 n/a
3 A. heterophonicus MZUSP 159203 00 00 - 38 12 12 12 12 12 12 n/a 12 89 122 13.0 13.7 12.2 12.8 n/a 129 13.1 12.9 12.9(14.3 14.6 149|n/a 189 17.9 17.8 19.1 20.4 19.8|20.3 n/a
4 A. heterophonicus PCAG n/a 07 07 07 - 29 29 29 29 29 29 n/a 29 105 13.6 14.5 154 13.6 14.6 n/a 154 154 152 15.2(16.5 16.8 17.2| n/a 20.4 19.6 19.3 20.8 21.3 21.9|21.7 n/a
5 A. heterophonicus MZUSP 159200 06 06 06 00 - 02 00 00 00 00 n/a 0.0 89 123 12.8 13.8 12.5 12.5 n/a 13.5 13.7 13.5 13.5(14.6 14.6 152|n/a 19.1 17.7 18.0 19.1 20.4 20.2|20.3 n/a
6 A. heterophonicus UFMGt 1901 07 07 07 00 00 - 02 02 02 02 n/a 02 92 124 129 13.8 12.6 129 n/a 13.1 13.2 13.1 13.1(15.1 14.9 15.6|n/a 18.8 17.5 18.0 19.0 19.7 19.9|20.4 n/a
7 A. heterophonicus MZUSP 159204 07 07 07 00 00 00 - 00 00 00 n/a 0.0 89 123 12.8 13.8 12.4 124 n/a 13.5 13.7 13.5 13.5(14.6 14.6 152|n/a 19.0 17.7 18.0 19.0 20.3 20.1|20.3 n/a
8 A. heterophonicus UFMG-G 2455al 05 05 05 02 00 02 02 - 00 00 n/a 00 89 123 12.8 13.8 12.4 124 n/a 13.5 13.7 13.5 13.5(14.6 14.6 15.2|n/a 19.0 17.7 18.0 19.0 20.3 20.1|20.3 n/a
2 9 A. heterophonicus UFMG-G 2455alll | 0.5 0.5 0.5 02 0.0 02 02 00 - 00 n/a 00 89 123 12.8 13.8 12.4 124 n/a 13.5 13.7 13.5 13.5|14.6 14.6 15.2| n/a 19.0 17.7 18.0 19.0 20.3 20.1|20.3 n/a
SD 10 A. heterophonicus UFMG-G 2455all | 0.5 0.5 05 02 00 02 02 00 00 - =n/a 00 89 123 12.8 13.8 12.4 12.4 n/a 13.5 13.7 13.5 13.5|14.6 14.6 152|n/a 19.0 17.7 18.0 19.0 20.3 20.1{20.3 n/a
2 11 A heterophonicus MZUSP 159201 05 05 05 02 00 02 02 00 00 00 - n/a n/a n/fa n/fa n/fa n/a n/a n/a n/a n/a n/a n/a|n/a n/a n/a|n/a n/a n/a n/a n/a n/a n/a|n/a n/a
a 12 A. heterophonicus MZUSP 159199 05 05 05 02 00 02 02 00 00 00 00 - 89 123 12.8 13.8 12.4 124 n/a 13.5 13.7 13.5 13.5(14.6 14.6 152|n/a 19.0 17.7 18.0 19.0 20.3 20.1|20.3 n/a
'z 13 A. ibirapitanga MNR] 51863 30 29 29 26 29 26 26 27 27 27 27 27 - 146 132 138 132 13.1 n/a 144 14.9 14.8 14.7(16.3 15.5 16.1| n/a 19.8 18.3 18.9 19.0 19.8 20.0(20.3 n/a
;“; 14 Aplastodiscus sp. 5 CFBH 11183 52 50 50 46 50 46 46 48 48 48 48 48 38 - 105 11.1 11.4 12.1 n/a 124 12.3 12.5 12.4|13.7 144 15.7|n/a 19.5 19.3 18.9 18.0 18.9 20.3|22.0 n/a
< 15 A. flumineus CFBH30832 59 56 57 53 56 53 53 55 55 55 55 55 43 27 - 51 101 11.5 n/a 11.9 11.8 11.6 11.6(14.9 14.2 159|n/a 20.0 19.1 20.9 18.6 20.7 20.3(19.7 n/a
16 A. albosignatus MZUSPfield 1451 55 53 53 50 54 50 50 51 51 51 51 51 48 26 26 - 106 11.5 n/a 11.8 12.3 12.2 12.1|14.7 14.1 16.1|n/a 19.8 19.2 19.7 18.4 19.0 19.4(21.2 n/a
17 Aplastodiscus sp. 6 CFBH 27269 60 58 58 53 60 53 53 55 55 55 55 55 43 34 41 37 - 69 n/a 98 9.7 95 9.5|12.0 12.7 13.1|{n/a 19.7 19.5 18.1 19.0 19.8 19.0(21.2 n/a
18 A. leucopygius MTR StoAn53 59 57 57 51 54 51 51 53 53 53 53 53 41 31 36 32 27 - n/a 83 81 80 80 |135 135 134|n/a 19.5 19.0 189 18.9 19.5 19.0|20.6 n/a
» 19 A. cavicola MNR] 63689 67 65 65 60 6.6 60 60 62 62 62 62 62 57 50 55 46 39 39 - n/a n/a n/a n/a|n/a n/a n/a|n/a n/a n/a n/a n/a n/a n/a|n/a n/a
= 20 A. cavicola FSFL 848 67 65 65 63 68 63 63 65 65 65 65 65 58 48 53 46 46 43 49 - 18 1.7 1.7|13.5 143 13.8|n/a 18.1 20.3 19.5 18.7 20.5 20.0(21.0 n/a
21 A. cavicola UFMGt 3361 71 68 69 67 72 67 67 68 68 69 68 68 60 46 51 44 48 44 48 12 - 02 02 (143 14.1 144|n/a 17.4 19.8 19.0 18.4 19.8 19.5(21.5 n/a
22 A. cavicola UFMGt 3362 73 73 73 71 74 71 71 73 73 73 73 73 64 49 54 47 51 47 51 11 00 - 0.0 (142 14.0 143|n/a 17.5 19.7 19.1 18.3 20.0 19.4(21.4 n/a
23 A. cavicola UFMGt 3363 70 70 70 70 72 70 70 70 70 7.0 70 7.0 62 45 51 43 49 45 47 13 0.0 00 - |14.1 14.0 143|n/a 17.5 19.7 19.0 18.3 20.0 19.4[21.3 n/a
§ 24 A. cochranae CFBH 3001 82 79 79 75 81 75 75 77 77 77 77 77 67 50 50 53 65 63 72 70 68 73 68| - 89 9.1 |n/a 20.0 19.0 18.1 19.5 20.5 21.2(21.5 n/a
RSE="
§§DZ§ A. perviridis CFBHt 270 80 77 77 74 79 74 74 75 75 75 75 75 65 53 62 62 67 62 65 62 63 67 62|21 - 91 |n/a 181 17.7 17.4 18.6 18.7 19.0(21.8 n/a
< 26 A. lutzorum BB 49 96 92 93 89 97 89 89 91 91 91 91 91 79 58 62 68 72 70 70 87 86 91 87|39 45 - [n/a 184 185 17.8 19.7 19.7 20.1|21.5 n/a
27 A. musicus ZUFR] 15549 10.8 10.4 10.4 10.4 11.4 10.4 10.4 10.5 10.5 10.6 10.5 10.5 10.2 9.5 11.0 9.5 10.0 9.5 9.8 10.4 10.0 10.6 10.3(10.9 10.4 120| - n/a n/a n/a n/a n/a n/a|n/a n/a
§ 28 A. ehrhardti CFBHt 11191 12.7 12.3 12.3 12.3 13.3 123 12.3 12.4 12.4 12,5 124 124 11.7 10.7 11.5 11.0 11.7 11.4 12.4 11.9 11.5 12.2 12.0|11.8 12.1 11.9(9.5 - 172 152 157 15.5 16.9|22.7 n/a
i:i a.29 A. weygoldti MNR]J 51867 12.1 11.7 11.7 11.7 13.0 11.7 11.7 11.8 11.8 11.9 11.8 11.8 11.3 11.3 12.2 11.8 11.8 11.5 11.5 12.3 12.3 13.1 13.1|12.2 11.8 12.9| 7.7 10.7 - 129 157 12.4 142(22.0 n/a
“:\g 30 A. arildae USNM 303022 13.4 12,9 12.9 12.7 14.1 12.7 12.7 12,9 12.9 12,9 12.9 12,9 12.0 11.7 12.7 11.7 12,5 12.0 12.2 13.1 12,9 13.7 13.512.9 13.1 135|189 93 72 - 12.0 11.8 12.4(21.7 n/a
L‘E 31 Aplastodiscus sp. 2 MNR] 73089 12.3 11.8 11.8 11.6 12.6 11.6 11.6 11.8 11.8 11.8 11.8 11.8 11.3 10.2 11.6 10.9 10.9 109 11.3 11.8 11.8 12.5 12.5|12.2 12.0 12.5(82 89 7.0 6.6 - 11.512.0|21.0 n/a
< 32 A. eugenioi MNR] 63936 11.3 10.9 10.9 10.7 11.4 10.7 10.7 10.9 10.9 10.9 10.9 10.9 10.2 9.3 9.8 9.8 10.2 9.8 10.9 11.1 10.9 11.6 11.3|11.3 11.4 11.8|94 87 68 6.6 6.0 - 7.6 (223 n/a
33 A. albofrenatus CFBHt 5051 12.4 119 11.9 11.7 12.7 11.7 11.7 11.9 11.9 11.9 11.9 11.9 11.6 10.3 11.5 10.6 11.2 11.0 11.7 11.5 11.7 12.4 12.4|11.4 11.9 12.1|8.6 86 79 6.6 6.5 3.0 - (222 n/a
?: %34 Aplastodiscus sp. 1 MNR] 50124 13.0 12.5 12,5 12,5 13.8 12.5 12.5 12.7 12.7 12.7 12.7 12.7 12.0 11.8 12.3 12.3 12.7 13.2 12.8 11.8 11.6 12.3 12.3|12.7 12.7 13.7(10.5 11.9 12.7 13.1 12.0 10.0 10.7| - n/a
<
2 5
< § 35 A. sibilatus CFBH 32528 74 74 74 63 73 63 63 74 74 74 74 74 53 93 93 93 82 93 82 62 62 60 50|84 84 95|62 72 73 72 72 83 83|10 -

v
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